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Introduction
Environmental and genetic influences have been identified as the main factors for obesity [1, 2] . As obesity is regarded as a primary pathogenic factor for many acute and chronic diseases, including hypertension, coronary heart disease (CHD), stroke, and some types of cancer, which produce high, severe burden of diseases on the patients and their relatives, therefore, prevention of obesity becomes an important public health issue throughout the world.
Previously, it was reported that the viral infection may be related with the obesity through the animal models [3] , while human adenovirus 36 (HAdV-36) has been shown to cause obesity in multiple animal species [4, 5] . It has been reported that HAdV-36 infection in animals resulted in increasing proliferation and differentiation of preadipocytes and lipid accumulation in mature adipocytes [5] [6] [7] .
The prevalence of HAdV-36 infection in humans and the association with obesity/metabolic abnormalities were also reported in different countries [8] [9] [10] [11] [12] [13] . Approximately 30% of obese and 11% of non-obese humans had neutralizing antibodies to HAdV-36 which were associated with reductions in serum cholesterol and TG [14, 15] . In Italy, HAdV-36 infection was more common in obese and the prevalence ranged from 29 to 65% [16, 17] . In Swedish, HAdV-36 infection was linked with children obesity, severe obesity in female adults, and lower risk of high blood lipid levels [12] . In Children, the prevalence of antibodies to HAdV-36 was higher in obese than in non-obese in U.S.A. and South Korea [18, 19] .
Laboratory measurements
Venous blood samples and urine were collected after overnight fasting. Biochemical parameters, such as LDL-cholesterol (LDL-c), total cholesterol (TC), HDL-cholesterol (HDL-c), triglycerides (TG), fasting glucose levels, GPT, GOT, total bilirubin (TBIL), direct bilirubin, ALP, glutamyltranspeptidase creatinine, uric acid, and carbamide were analyzed immediately using a semiautomated apparatus (Cobas Mira). Insulin levels were measured using a commercially available ELISA (GenWay INS-ELISA kit). The HOMA index to determine insulin resistance was calculated using the formula: (fasting insulin (U/ml) × fasting glucose (mmol/l))/22.5.
A qualitative determination using ELISA was used to determine by duplicate the antibodies to HAdV-36 in the serum samples (Human ADV-36 Ab ELISA Kit, TSZ Biosciences, Balfour St, Lexington, MA, U.S.A.).
Statistical analysis
For continuous variables that follow normal distribution, the Student's t test was used to analyze the difference between the two groups while for other variables, non-parametric tests Kruskal-Wallis test and Chi-square test were used in the research. Binary logistic regression was used to analyze the association between HAdV-36 seropositivity and obesity. For the non-normal distributed covariates, instead of the actual value, the quintile value was used to make the model more robust. Backwards elimination variable selection method was used to select significant factors. Odds ratios (ORs) and their 95% confidence intervals (CIs) were estimated using maximum likelihood methods. Two-sided P-value less than 0.05 was considered statistically significant. Data analysis was performed using SAS software 9.1.3 (SAS Institute, Cary, NC, U.S.A.).
Results
Total 824 participants (486 male and 338 female) were included. The median age of participants was 46.0 years, with IQR of (37.0, 55.0) years and the median BMI was 24.6 kg/m 2 , with IQR of (22.5, 27.2) kg/m 2 . The overall HAdV-36 seroprevalence was 49.8%. A comparison between non-obese and obese groups was shown in Table 1 . The AD-36 seropositive rate of obese group was 42.86%, which was lower than the non-obese group (51.43%), but the difference was not statistically significant (P=0.05). There were significant differences in anthropometric and biochemical parameters observed between groups except for height (P=0.07) and TC (P=0.29).
According to the HAdV-36 antibody status, the characteristics of participants are shown in Tables 2.1 and 2 .2 by obese group. For all the participants and the non-obese group alone, the HAdV-36 antibody-positive populations were younger, higher, lower in diastolic BP and carbamide, and higher in GOT. The HAdV-36 antibody-positive population in non-obese group is also higher in uric acid, which was not shown in obese group and the two groups combined. In the obese group, the characteristic was not much different regardless of the HAdV-36 status except one interesting finding that adults with HAdV-36 antibody-positive in obese adults have a finer waist circumference compared with those with HAdV-36 antibody-negative (Table 2 .1, P=0.03). In obese group, non-obese group, and two groups combined, there was no statistically significant difference in BMI, TG, TC, LDL, and HDL between HAdV-36 antibody-positive and HAdV-36 antibody-negative groups (all P>0.05).
To determine how HAdV-36 affects obesity, the binary logistic regression was performed where the variable obesity was the dependent variable. For HAdV-36 antibody status, the unadjusted OR was not statistically significant between non-obese and obese adults (P=0.052). After the adjustment for age and gender, HAdV-36 seropositivity was a protective factor for obesity (OR = 0.69; 95% CI = 0.48-0.97; P=0.03). To further examine relationship, we added the significant characteristics in Tables 2.1 and 2. 2 into the regression model. After backwards variable selection, only diastolic BP and uric acid were left in the model, HAdV-36 seropositivity is still a protective factor but only significant at significance level 0.1. The results are shown in Table 3 .
Considering the imbalance between the proportion of male and female in non-obese and obese groups, we performed binary logistic regression analysis for different sexes. In the male population, there was statistically significant difference between the obese and non-obese adults without any adjustments (OR = 0.61; 95% CI = 0.40-0.93; P=0.02). After adjusting for age, the difference between two groups in male was still statistically significant (OR = 0.58; 95% CI = 0.39-0.91; P=0.02). After the adjustement for diastolic BP and uric acid, HAdV-36 seropositivity is still a protective factor for male but only significant at significance level of 0.1. However, unadjusted and adjusted OR for HAdV-36 antibody status was not statistically significant between non-obese and obese female adults (P>0.05) shown in Table 4 . HAdV-36 seropositivity was analyzed with different number of metabolic alterations ( Table 5 ). The percentages of metabolic abnormalities with over 3 were 24.6 and 27.6% in the HAdV-36 seropositive and seronegative groups, respectively. No significant differences were found in the numbers of metabolic abnormalities between the two groups (all P>0.05).
Discussion
Some meta-analysis reported that HAdV-36 infection was associated with obesity [22, 23, 25] . Observed from those references, the HAdV-36 infection may contribute to the obesity development or the weight gain. However, we did not obtain the similar conclusion in Chinese Han population. In contrast, the result obtained in our research showed that the HAdV-36 infection may not cause the weight gain, which may be a protective factor for male adult obesity in Chinese Han population.
Few studies focussed on the effect of HAdV-36 infection on obesity in China. This is the first to report the prevalence of HAdV-36 infection and explore the association with obesity in Chinese Han population. There was only one research in this area in Chinese Uygur population [24] . The results showed the prevalence of HAdV-36 infection was 42.9% in the obese group, which was similar to those in Chinese Uygur population (47.0%). However, there was a big difference in the prevalence of HAdV-36 infection between the Chinese Han and Uygur non-obese population (51.4 compared with 32.5%). In other countries, most had lower prevalence rates, such as 30% in obese and 11% in non-obese in U.S.A. [15] , 29 and 14% in Korea [26] , and 5.5% in Dutch and Belgian individuals [11] . In Italy, Trovato et al. [16, 17] noted that a prevalence of HAdV-36 antibodies was more than 40%. A potential explanation of the differences may be the problems with the assays [15] . In our opinion, the population and regional differences may also contribute to this. The distributions of HAdV types differ from time and place, for example HAdV-14 and HAdV-55 occurred in China only in the recent 5 years [27, 28] . Maybe the HAdV-36 infection had this characteristic in the world and the susceptibility was also different in diverse races.
In our study, we did not find a positive relationship between HAdV-36 infection and obesity risk but a negative one. The OR was lower than those in other studies which also did not demonstrate the causative and correlative role of HAdV-36 infection and obesity [10, 29, 30] . Of course, this result was not consistent to most of the studies [8, 9, 19, 20, [30] [31] [32] [33] . Owing to the difference of region, age, and assay method, the results in different studies were not comparable. Especially, inadequate sample size and unrepresentative subjects may result in an untrusted conclusion [23] . The high prevalence of HAdV-36 infection in China indicated the high susceptibility to HAdV-36 in Chinese population, which may confuse the association with obesity. Except for considering the difference of selected population, the conclusion in the study needs to be confirmed by the cross-sectional or cohort studies with a larger sample size. We did not find the significant association of HAdV-36 with weight gain, which was consistent to the new meta-analysis result [23] . In one study, HAdV-36 positive group showed only a slightly lower response to weight loss than the HAdV-36 negative group, with the only statistically significant difference being a smaller reduction in BMI percentile [34] . It's difficult to say that the change of BMI was caused by the HAdV-36 infection. Maybe a long follow-up study could resolve this question.
There were some limitations in the present study. The ELISA method was not the gold standard for the diagnosis of previous or current HAdV-36 infection, which may result in a bias in the detection of HAdV-36. All the participants came from the same hospital, so the representativeness of samples may have a bias on the current result. Only adults (age: >18) were recruited and the children (age: ≤18) were excluded, so that we cannot do some research on the prevalence of HAdV-36 infection amongst children. We did not consider the potential factors influencing obesity or weight loss, which may also affect the results.
In conclusion, the results obtained in our research showed that there was a higher prevalence of HAdV-36 infection in China than in other countries and significant association between HAdV-36 infection and obesity or weight gain in Chinese Han population without considering the gender difference. In other words, the HAdV-36 infection may be related to the weight loss in Chinese Han population, especially in the male group, which needs to be further confirmed.
